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Peatlands store approximately one third of the global terrestrial carbon stock on 3% of the land surface. On-going
climate change threatens peatlands in their structure (biotic communities) and function (Carbon sink). Micro-
eukaryotes including protists and fungi are key actors of soil carbon cycling but their diversity and response to
climate change are still not well known.

We assessed the influence of warming and reduction of precipitation on the structure and diversity of
micro-eukaryotic communities using a high-throughput sequencing (HTS) of the V4 region of the 18S ribosomal
RNA gene.

We identified 754 different Operational Taxonomic Units (OTUs) related to micro-eukaryotes, among which
Rhizarians (189 OTUs) and Alveolates (180 OTUs) were dominant. Community structure and inferred function
changed significantly in response to the manipulations as shown by constrained analysis of principal coordinates.
Potential indicators of peatland warming identified by IndVal analysis, include an OTU related to the desmid
genus Actinotaenium.

By identifying indicators of environmental changes and inferring the functional significance of these changes,
HTS of micro-eukaryotes is a useful approach to better understand how the functioning of peatland ecosystems
changes in response to ongoing climate change.
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